Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.047; wR factor = 0.148; data-to-parameter ratio = 19.5.
In the title compound, C 18 H 21 NO 3 , which belongs to the family of calcium channel blockers, the dihydropyridine ring assumes a flattened boat conformation. The two carbonyl units adopt a synperiplanar conformation with respect to the double bonds in the dihydropyridine ring. The methoxyphenyl ring is almost perpendicular to the prydine ring [dihedral angle = 89.01 (7) ]. In the crystal, the molecules are connected by intermolecular N-HÁ Á ÁO hydrogen bonds.
Related literature
For general background, see: Ganjali et al. (2007) ; Xia et al. (2005) . For hybridization, see: Beddoes et al.(1986) . For ring conformational analysis, see: Cremer & Pople (1975) ; Nardelli (1983 Table 1 Hydrogen-bond geometry (Å , ).
Data collection: APEX2 (Bruker, 2004) ; cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SIR92 (Altomare et al., 1993) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) ; software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009). MT thanks Dr Babu Varghese, SAIF, IIT-Madras, Chennai, India, for his help with the data collection. VV thanks the DST-India for funding the project under the Fast-Track Proposal scheme. (Xia et al., 2005) . Pyridine derivatives can be used as a suitable neutral ionophore for preparing an Er(III) membrane sensor with high selectivity, which are utilized for direct monitoring of Er(III) in binary mixtures and indirect determination of fluoride ions in mouth wash preparations (Ganjali et al., 2007) .
The ORTEP plot of the molecule is shown in Fig. 1 . The pyridine ring assumes a flattened boat conformation with puckering parameters (Cremer & Pople, 1975) (Beddoes et al., 1986) .
Atom N1(x,y,z) of the pyridine ring donates a proton to atom O1(-1/2+x,y,1/2-z), leading to a zig-zag chain running along the a -axis ( Fig. 2) .
Experimental
Dimethyl-4-(4-methoxyphenyl)-2,6-dimethyl-1,4-dihydropyridine-3,5-dicarboxylate was prepared by heating the mixture of 4-methoxybenzaldehyde (10 mmol), methylacetoacetate (20 mmol) and ammonium acetate (10 mmol) at 80 o C for 2 hours and 45 min (monitored by TLC). After completion of the reaction, the mixture was cooled to room temperature and kept for 3 days to get the solid product. The obtained solid was washed with diethyl ether and collected separately. The purity of the crude product was checked through TLC and recrystallized using acetone and ether.
Refinement
H atoms were positioned geometrically (C-H = 0.93-0.98Å) and allowed to ride on their parent atoms, with Uiso(H) = 1.5Ueq(C) for methyl H and 1.2Ueq(C) for other H atoms.The components of the anisotropic displacement parameters of C5 and C6 in the direction of the bond between them were restrained to be equal within an effective standard deviation of 0.001. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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